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<210> 1 
<211> 21 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Val Pro Gly Gly Ser Ser Cys Gly Thr Gin Ala Arg Gin Gly Asp Pro 

15 10 15 

Ser Thr Gly Pro lie 
20 

<210> 2 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Cys Gly Thr Gin Ala Arg Gin Gly Asp Pro Ser Thr Gly Pro lie 
15 10 15 

<210> 3 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Cys Gly Thr Gin Ala Arg Gin Gly Asp Pro Ser Thr 
15 10 

<210> 4 
<211> 16 
<212> PRT 

<213> Homo sapiens 
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<400> 4 

Arg Asp Lys lie Pro Glu Glu Asp Arg Arg Lys Met Gin Asp Lys Cys 
15 10 15 

<210> 5 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Arg Asp Lys lie Pro Glu Glu Asp Arg Arg Lys Met Gin 
15 10 

<210> 6 
<211> 28 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Ala His Val Phe His Val Lys Gly Ser Leu Gin Glu Glu Ser Leu Arg 

15 10 15 

Asp Lys lie Pro Glu Glu Asp Arg Arg Lys Met Gin 
20 25 

<210> 7 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Ala His Val Phe His Val Lys Gly Ser Leu Gin Glu Glu Ser 
15 10 

<210> 8 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Gin Ala Pro Arg Glu Leu Ala Val Gly lie Asp 
15 10 

<210> 9 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Met Gin Ala Pro Arg Glu Leu Ala Val Gly lie Asp Cys 
15 10 

<210> 10 
<211> 15 
<212> PRT 

<213> Homo sapiens 



<400> 10 

Gly Ser Leu Gin Glu Glu Ser Leu 
1 5 

<210> 11 
<211> 643 
<212> PRT 

<213> Homo sapiens 



<400> 11 
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Arg 
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V ax 
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Asp 


Ala 
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Th r 
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Ser 


Asp 
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SejT 


Glu 


Glv 


Glv 


Lvs 


Pro 


Lvs 








100 














Thr 


Phe 


Tvr 


Pro 


Glu 


Glu 






115 










120 


Met 


Lvs 


Glu 


Thr 


Ala 


Glu 


Ala 


Tvr 




130 










135 




Val 


lie 


Thr 


Val 


Pro 


TVla 


Tvr 


Phe 


1 4 S 
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150 






Lys 


Asp 


Ala 


Glv 


Ala 


lie 


Ala 


Glv 










165 








Glu 


Pro 


Thr 


Ala 


Ala 


Ala 


He 


Ala 








180 










Glv 


Glu 


Arc 


Asn 


Val 


Leu 


He 


Phe 






195 










200 


Val 


Ser 


Val 


Leu 


Ser 


He 


Asp 


Ala 




210 










215 




Ala 


Gly 


Asp 


Thr 


His 


Leu 


Glv 


Glv 












230 






Asn 


His 


Phe 


Met 


Glu 


Glu 


Phe 


Arg 










245 








Gly 


Asn 


Lys 


Arg 


Ala 


Leu 


Gly 


Arg 








260 










Lys 


Arg 


Thr 


Leu 


Ser 


Ser 


Ser 


Thr 






275 










280 


Leu 


Phe 


Glu 


Gly 


Val 


Asp 


Phe 


Tyr 




290 










295 




Glu 


Glu 


Leu 


Cys 


Ser 


Asp 


Leu 


Phe 


305 










310 






Lys 


Ala 


Leu 


Arg 


Asp 


Ala 


Lys 


Leu 










325 








Val 


Leu 


Val 


Gly 


Gly 


Ser 


Thr 


Arg 








340 










Gin 


Asp 


Phe 


Phe 


Asn 


Gly 


Lys 


Glu 






355 










360 



Arg 


Asp 


Lys 


He 


Pro 


Glu 


Glu 






10 










15 




Val 


Gly 


He 


Asp 


Leu 


Glv 


Thr 


Thr 




10 










15 




Gin 


Gly 


Arg 


Val 


Glu 


He 


Leu 


Ala 


25 










30 








OCX 


Tut 


Val 


Ala 


Phe 


Thr 


Asp 










45 








Ala 


Lys 


Ser 


Gin 


Ala 


Ala 


Leu 


Asn 








60 












A yrt 


XI ~ n 


He 


Gly 


Arg 


Lys 


Phe 
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80 


Met 


Lys 


His 
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Phe 


Arg 


Val 




90 










95 




Val 


Pro 


Val 


Ser 


Tvi" 
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Arg 


Glv 


Glu 
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110 






-L X C 


OCX 
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Val 


Leu 


Ser 


Lys 










125 
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Pro 


Val 


Lys 


His 


Ala 








140 










21 o n 


A 


Ser 


Gin 


Arg 


Gin 


Ala 
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155 










160 


Leu 


Asn 


Val 


Leu 


Ara 


He 


He 


Asn 




170 










175 




Tvr 


Glv 


Leu 


Asp 


Ara 


Ara 


Gly 


Ala 


185 










190 






Asp 


Leu 


Glv 


Glv 


Glv 


Thr 


Phe 


Asp 










205 








Glv 


Val 


Phe 


Glu 


Val 


Lvs 


Ala 


Thr 








220 










Glu 


Asp 


Phe 


Asp 


Asn 


Arg 


Leu 


Val 






235 










240 


Arg 


Lys 


His 


Glv 

oxy 


Lys 


Asp 


Leu 


Ser 




250 










255 




Leu 


Arg 


Thr 


Ala 


Cys 


Glu 


Arg 


Ala 


265 










270 






Gin 


Ala 


Thr 


Leu 


Glu 


He 


Asp 


Ser 










285 








Thr 


Ser 


He 


Thr 


Arcr 


Ala 


Ara 


Phe 








300 










Arg 


Ser 


Thr 


Leu 


Glu 


Pro 


Val 


Glu 






315 










320 


Asp 


Lys 


Ala 


Gin 


He 


His 


Asp 


Val 




330 










335 




He 


Pro 


Lys 


Val 


Gin 


Lys 


Leu 


Leu 


345 










350 






Leu 


Asn 


Lys 


Ser 


He 


Asn 


Pro 


Asp 



365 
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(^1 11 


Ala 


Val 


Ala 


Tvr* 
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Gly 


Ala 
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Val 


Gin 


Ala 


Ala 


Val 


Leu 


Met 


Glv 




370 










375 










380 










Asp 
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Cys 


Glu 


Lys 


Val 


Gin 


ASD 


Leu 


Leu 


Leu 


Leu 


Asp 


Val 


Ala 
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390 










395 










400 






Leu. 


Glv 
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Leu 


Glu 


Thr 


Ala 


Glv 


Glv 


Val 


Met 


Thr 


Thr 


Leu 


He 










405 










410 










415 
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Thr 
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Thr 
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Thr 


Gin 


Thr 


Phe 


Thr 


Thr 






420 
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Val 
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Tvr 
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Glu 
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44 0 
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Ala 


1 ic o 


Thr 


Lys 


Asp 


Asn 


Asn 


Leu 


Leu 


Glv 

oxy 


Arg 


Phe 


Glu 


Leu 


Ser 




1 ^ u 










455 










460 










vj J- _y 


lie 


P JTO 


Pro 


Ala 


Pro 


Arg 


Glv 

oj._y 


Val 


Pro 


Gin 


lie 


Glu 


Val 


Thr 


Phe 


I O J 










470 










475 










480 


Asp 


lie 


Asp 


Ala 


Asn 


Glv 


lie 


Leu 


Ser 


Val 


Thr 


Ala 


Thr 


Asp 


Ara 


Ser 










485 










490 










495 




1 nxT 




j-iy s 


Al ?i 
1 d 


A Q n 


Lys 


lie 


Thr 


lie 


Thr 


Asn 


Asp 


Lys 


Glv 


Arg 


Leu 








500 










505 










510 








Lys 


Glu 


Glu 


Val 


Glu 


Arg 


Met 


Val 


His 


Glu 


Ala 


Glu 


Gin 


Tvr 


Lvs 
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520 










525 








Ala 


ox u. 


A CT^ 


ox u 


Ala 


Gin 


Arg 


Asp 


Arg 


Val 


Ala 


Ala 


Lys 


Asn 


Ser 


Leu 




^ o u 










535 










540 










Glu 


Ala 


His 


Val 


Phe 


His 


Val 


Lys 


Glv 


Ser 


Leu 


Gin 


Glu 


Glu 


Ser 


Leu 


J fi U 










<J w 










555 










560 






XI o 


lie 

X X c 


Pro 


Glu 


Glu 


Asp 


Arg 


Arg 


Lys 


Met 


Gin 


Asp 


Lys 


Cys 










DO J 










570 










575 






yjJL u 


V dx 


XlC LL 


TVla 




Leu 


Glu 


His 


Asn 


Gin 


Leu 


Ala 


Glu 


Lys 


Glu 
















585 










590 






Glu 


Tyr 


Glu 


His 


Gin 


Lys 


Arg 


Glu 


Leu 


Glu 


Gin 


He 


Cys 


Arg 


Pro 


He 
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Phe 


Ser 


Arg 


Leu 


Tyr 


Gly 


Gly 


Pro 


Gly 


Val 
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Ser 


Ser 


Cys 
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Ala 


Arg 
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Glu Val Asp 



<210> 12 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 12 

gaagcttcac atatgcaggc cccacgggag ctcg 34 

<210> 13 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 13 

gaagctcgag tcaatcaacc tcctcaatga 30 

<210> 14 

<211> 31 

<212> DNA 

<213> Homo sapiens 
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<400> 14 

tgacaagctt agaattcttc catgaagtgg t 31 

<210> 15 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<400> 15 

Cys Arg Asp Lys lie Pro Glu Glu Asp Arg Arg Lys Met Gin 
15 10 



/ 



